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ONE concept

to achieve
two goals at once

quantitation and identification
in ONE run

ONE
Instrument

ONE
Injection

ONE
Workflow

Rethink
your MRM Limits

simultaneously

Attain high-
confidence

identification

MRM Spectrum Mode

Achieve high-
sensitivity

quantitation

Rediscover 
the capabilities

of MRM

Accelerated 
Data Review

High-Confidence
Identification
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Scan the QR codes to view application 
notes on MRM Spectrum mode

Scan the QR code for
more information:

Centralized Data
Management

Compliant with Data
Integrity Requirements

Extensive Data
Review Tools

Intuitive User
Interface

Powerful Peak
Integration Algorithm

Analysis of >200 Compounds using MRM
Spectrum Mode by LC-MS/MS

Fast Quantitative Analysis of Aminoglycoside 
Antibiotic Residues in Meat, Eggs and Milk

Library Searching for Enhanced Reporting 
Confidence in Pesticide Residue Analysis

Pesticide Residue

Drug of Abuse

Veterinary Drugs

Library Screening MRM Spectrum Mode
is featured in LabSolutions Insight

Library Searching for Enhanced Reporting
Confidence in Forensic Toxicology

The MRM Spectrum Concept
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Acquired Spectrum Similarity Score: 98
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In Comparison to Existing Workflows

Confirmation High-Confidence Screening

Screening

High-Resolution
Accurate-Mass MS MRM Spectrum Mode

MRM-Triggered
Product Ion Scan

2-MRM

  Increase confidence in identification with
     all-available MRM transitions

  Achieve uncompromised sensitivity with
     high-speed UFMS

Conventional 2-MRM
Screening requires extensive
data review to eliminate false
positive results. True positives
may be subjected to further
confirmatory analysis.

2 Step Process
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Each fragment ion is optimized
for the highest response giving a
high-sensitivity mass spectrum


